In the title compound, C 21 H 15 NO 3 , the dihedral angle formed between the aromatic ring systems is 71.50 (3) . The methoxy group is coplanar with the benzene ring to which it is connected, the C-O-C-C torsion angle being 6.37 (17) . The observed conformation is stabilized by an intramolecular N-HÁ Á ÁO hydrogen bond, generating an S(6) ring.
Related literature
For background to anthraquinone derivatives, see: Matsui (1998) ; Rao & Choudhary (1990 Table 1 Hydrogen-bond geometry (Å , ). (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SIR92 (Altomare et al., 1994); program(s) used to refine structure: XL (Bruker, 2004); molecular graphics: XL; software used to prepare material for publication: XL. Fig. 1 . The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. 
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C16-O3-C21 117.52 (9) C10-C11-H11 121.5 (8) C3-N1-C15 124.05 (10) C12-C11-H11 118.1 (8) C3-N1-H1 113.9 (12) C13-C12-C11 120.03 (11) C15-N1-H1 120.7 (12) C13-C12-H12 119.3 (9) O1-C1-C2 122.81 (9) C11-C12-H12 120.6 (9) O1-C1-C14 118.80 (10) C12-C13-C14 120.30 (10) C2-C1-C14 118.38 (9) C12-C13-H13 120.7 (10) C7-C2-C3 118.67 (9) C14-C13-H13 119.0 (10)
